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FIGURE 2 

MMSRDTKTES QQSQGTSSSS SSSAPQSYSQ SSSSGTLSSL DTVPVQDLAS IPEDPEIDED 61 
IPQPWGRLWA LGKGFLNHDC LHEEYVFGRD KKCDYTFDI P VLNQTDRYKT YSKRHFRIFQ 121 
ELGHGHSRVA NIEDLSGNGT FVNKEIIGKG RTLPLTNNAE IALSLPTNKV FVFSDLSVDD 181 
QTIYPKDFID KYIMSRPIGS GACGEVKLAF QKSVCKKVAV KIISKRKFKM- NTSSNEHPIS 241 
VDTEIEILKK LDHPCIIKIE NFFDSEDFYY IVLELMEGGE LFDRWNSTR LREPIAKLYF 301 
YQMLLAVQYL HENGVIHRDL KPENVLLSST SEECCIKITD FGQSKILGET SLMRTLCGTP 361 
TYLAPEVLNT AGTTGYSSAV DCWSLGVILF VCLCGYPPFS EQNSNIPLKN QIAEGKYTYI 421 
AAAWRNVSEQ AFDLVKNLLV VDPEQRLTTK QALEHPWLQD DSMKHTVERL MYGVDHTMPP 481 
PIKKNIIRKR GHEWDQDAST SSCSEILPT3 AEKRAKR 
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